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SEQUENCE LISTING 

1 (1) GENERAL INFORMATION: 

2 (i) APPLICANT: Chatterjee, Deb K . 

3 Solus, Joseph 

4 Yang, Shuwei 

5 (ii) TITLE OF INVENTION: Polymerases for Analyzing or Typing Polymorphic 

6 Nucleic Acid Fragments and Uses Thereof 

7 (iii) NUMBER OF SEQUENCES: 93 

8 (iv) CORRESPONDENCE ADDRESS: 

9 (A) ADDRESSEE: STERNE, KESSLER, GOLDSTEIN & FOX, P.L.L.C 

10 (B) STREET: 1100 New York Ave., N.W., Suite 600 

11 (C) CITY: Washington 

12 (D) STATE: DC 

13 (E) COUNTRY: USA ^ r?*==^ 

14 ( F ) ZIP: 20005-3934 ^ ^ Q \\J) 

15 (v) COMPUTER READABLE FORM: \^ \W\ U It^ 1 — 

16 (A) MEDIUM TYPE: Floppy disk l&^U ^ 

17 (B) COMPUTER: IBM PC compatible 

18 (C) OPERATING SYSTEM: PC-DOS/MS-DOS 

19 (D) SOFTWARE: Patentln Release #1.0, Version #1.30 
2 0 (Vi) CURRENT APPLICATION DATA: 

C--> 21 (A) APPLICATION NUMBER: US/09/891, 332A 

C--> 22 (B) FILING DATE: 27-Jun-2001 

23 (C) CLASSIFICATION: 

24 (vii) PRIOR APPLICATION DATA: 

25 (A) APPLICATION NUMBER: 09/019,160 
2 6 (B) FILING DATE: 

27 (A) APPLICATION NUMBER: US 60/037,393 

28 (B) FILING DATE: 07-FEB-1997 

29 (Viii) ATTORNEY/AGENT INFORMATION: 

30 (A) NAME: Esmond, Robert W. 

31 (B) REGISTRATION NUMBER: 32,893 

32 (C) REFERENCE/DOCKET NUMBER: 0942.4250002 

33 (ix) TELECOMMUNICATION INFORMATION: 

34 (A) TELEPHONE: 202-371-2600 

35 (B) TELEFAX: 202-371-2540 

36 (2) INFORMATION FOR SEQ ID NO : 1: 

37 (i) SEQUENCE CHARACTERISTICS: 

38 (A) LENGTH: 2682 base pairs 

39 . (B) TYPE: nucleic acid 
4 0 (C) STRANDEDNESS: both 
41 (D) TOPOLOGY: both 

4 2 (ii) MOLECULE TYPE: cDNA 
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a *a 
4 J 


(xi) SEQUENCE DESCRIPTION: SEQ ID 


MP) • 1 * 








A A 

44 


a mp p pp a p a p 
A I GGGGAGAG 


rpA rn rprp /— « rp p rn rp 
1A1 11G1G11 


mp A rppp PA PA 


bLLb X VjVjV— V — L 


A PAGGGP AT A 
rvWrt.VjVjVjv_rt.Xrt 


m m A PG P C P T 1 P 

X XrtWVJWWWXW 


60 


A C 
4 D 


GAGAGA 1 GGG 


rprprpPP a PA rpp. 
111 Gw ALA 1 W 




PPA A pr A A HC 
V— V- AA V- Vj AA V- Vj 


WwVj X W Xrt X VjVj 


PGTTGGGAGG 

WVj X XVjWWrtVjVj 


12 0 


A t 

4 D 


7\ mp p rp/^p m rp a 

ATGG1GG1 1A 


A A rprp/i a rprp a A 

AA 1 1 G A 1 1 AA 


oljnnLALn X X 


A rpA PpOG A A A 
A X AV_*V— Vw-VjAAA 


A PG APT" A PGP 

AVj Vj A V_ X rtWVj V_ 


VjVj W X Vj X VjVj WW 


180 


A *7 

47 


mnirrnr'A a p a 
T 1 GG AGAAG A 


a p p p a p pp a p 
AGGGAGGGAG 


prprpPAPAPAP 
Gil LnbnL-riL 


AAA rTP CWHH 
AAAG X GG X GG 


T"A A PPG A PA A 
X AAVjWVj AV^AA 


GGPGGA AAGG 

VjVj WVj W AAA VjVj 


Zi *± \J 


A Q 

4 o 


GGAAAG AG 1 G 


pppptpttpt 


a pmmPA PPAP 
AVj X XV— AvjV-»r\V3 


prp a PPrprp a PA 
V-XAv_v_X iALA 


tpa ^nocrr*^ 

X V_AAVjV-,VjVjW X 


G A TAG A AGPT 

VJrt X rt VjrtrtVj W X 


300 


A Q 

4 y 


p m m p p mm m p a 

CTTGG1 1 1 GA 


A A P rpp Pmp f"' A 

AAG1GG1GGA 


PPTPT A P P P A 
GG 1 GGAVjvjVjA 


rp A PP AAPPAP. 
X A\_Va AAVj V-Ao 


A PGA ""PA rpp AH" 1 
AV— VjA X A X WA X 


OCHOs, PGPTT 1 

WVjWWrt WVJW X X 


360 


bO 


pp a pmriR ppp 

GCAGTCAGGG 


C T G G A GG 1 T 1 


mmmr 1 A rpp A P A 
ill G A 1 GAGA 


rprprprppA rp rp a A 
X X X X V_ A X X A A 


•pa a Hr*cr' T rr' a 

X AAV^V^VjVj X Vj A 


PA AGGATATG 
W AAVj Vjrt X A X Vj 


*± £* \J 


51 


CTTCAACTTG 


rrlA A A/^/^AOA A 

TAAAGGAGAA 


PA m A A APPTIP 

GA TAAAGG 1 G 


rppp A P A A TtPP 
X GG AGAA X GG 


m P A T^CCHC A rp 
X GAAVjVjVjVjA X 


a tippp A rpprprn 
A X V—VjVj A X W X X 


*x O \J 


52 


p a p rrnrnmi pp 
GAGC1 I 1 AGG 


A rp rn A AA AA 

Al TGGAAAAA 


P P rpP A A A P A A 

GG 1GAAAGAA 


a p a m a f^r t r*fT^r* 
AGA 1AGGG 1 G 


mp p A A PPA PA 
1 GG AAGGAGA 


TiPAP ATAPPP 
X GAVj A X Aw WVj 




53 


/-* t\ rpprprpprpA p 

G A IL1 J.L1 AG 


GAG 1 G AGGvjvj 


A P A PP A PA rPA 


P A PA A PA r P r PO 

G AGAAGA iit 


PPPPrpPTA A P 
WV_VjVj X Vj X AAV_ 


PPP A ATAGGT 

VjVjVj Art X rtVjVj X 


6 00 




p a a a a p a ppp 
GAAAAGAGGG 


G1G1AGAGG1 


mpmpppPA A P 
1 G 1 GVjkj^— AAVj 


T'ArpAPAAArpp 
X A X AVj AAA X V- 


TTP A ATAPAT 
X XVjrtAX rtWrtX 


TPTGGAGPAT* 

X W X VjVJrtVJ Wrt X 


660 


55 


ft /-i /-i /~t /~" rn /**• a a p 

GCCCGTGAAG 


1 GGGGGAGAG 


A P rpp A P A A A P 
AG 1 GAGAAAG 


P prpprpprnmp a 
GG X G X G X X GA 


PAPAPAPPPA 
GAGAGAGGVjA 


APrprpGPPATP 
AVj X XVjWWAXW 


79 0 


56 


pmr'n/^niA a a a 
CTGAG1 AAAA 


A A prnrpp /"> A A/** 1 

AAG1 1 GGAAG 


rpprppp rpp a PP 
1 G 1 1 vjAV_\j 


A A PPP A fpfPP 

AAGGv_Av_-v_ X Vj 


rprpp A A P rppp A 
X X Vj AAVj X oVj A 


PTPGGA AGAG 

W X VjVjVjrtrtVjrtVj 


780 


D 1 


a rn/™ 1 a a a rn a p a 
A I G AAA 1 AGA 


rATTA^A A 

G AGG A 1 AGGA 


GAAGAVjAAAA 


r^A r ,T P t vr , r , r' a 

V- X Av^ X X V-v_VjA 


rpA rprpp A A AGA 
X A X X VjAAAVjA 


APTGGAGTTT 

rtWXVJVJrtVjX X X 


84 0 


DO 


GG1 1GGA1GA 


mf A ArrA APT 


X UHAL Ibi HL 


r'AAr'AArr'Ar* 

Vj AAV? AAVj V—Avj 


A APPPAPPGG 
AA V^ V-r Wrt. V_ W Vj Vj 


ATAPGA A A TP 

rt X rt WVJrtrtrt X w 


900 


oy 


p mp a a pp a mp 
G 1 GAAGGA 1 G 


A rp a ATA Pprprp 


PP A A P A rpnTT 1 


A TPG A A A A PP 
A X LbAAArto V- 


Tip A AGGAGGT 1 
X Vj AAVj Vjrt VjVj X 


TPPATPTTTT 

X WWrt X W X X X X 


960 


6 0 


r*r*r* rpp p a p p 
GGGG1GGAGG 


mmr 1 AAA PP rri/*^ 

1 1 GAAAGG 1 G 


prpppprprpP a p 
G 1 GGG 1 X bAt 


ppp rprn^i a A PT 1 
GGG X X LAAL X 


PTP AP A rPAGT* 
Vj X Vj AVj A X AVj X 


PGGG A TGTPG 

WVjVj Wrt X W X WW 


1 090 


0 1 


p rpp rp pp mii'P a 
G 1 G 1 GG 1 1 GA 


A A C*C*C A A A A P 

AAGGGAAAAL 


A PPrprp a rnrpA P 
AVjwX X AX 


A rprp/-tp a prpTT 1 
A X X v_v_AV_ i it 


A rpp a P A P_ A A A 
A X Wrt.V—rt.Vjrtrtrt 


PGPGGAGA AT 

WVjWWWrtVJrtrt X 


1080 


b z 


orpmri a rpp AAA 

Gil G A 1 G AAA 


GAG1GG1GG1 


G 1 \— AA\j i lo 


AAAGAGATGr 1 
AAAVjrt.Vjrt X V-V— 


TPGA AGAPPP 

X WVJrtrt.Vjrt.WWW 


GTPTTPGAAG 

VJ X W X X WVJXi.ii.VJ 


1140 


C *3 
D O 


Alibi vjtvjjvj X w 


a r* a a ppmp a a 


pm A PP A PfP A P 


a Ar , r ,r n r nprp r nA 

AAVjVj X itl X rt. 


TGGT 1 A A AGGG 
X VjVj X rt.rt.rt Vj Vj Vj 


TATATPGPPA 

X C\ X C\ X V \J V V^^i. 


1200 


C A 

b 4 


Gil IHiLLuL- 


A TTprprnp A r« A P 


Vj A X \Jfi X rt.Vj v-- X 


GP AT 1 A TTTGP 

VjV— rtXrtX X XVjV— 


X VjVjrtVj WWrtrt-rt 


PGAGAAAAAA 


1260 


b D 


1 1 GAA 1 G 1 GG 


AAG A 1 G 1 G 1 G 


m rn rpp AAA rprprp 
1 1 1GAAAX 1 X 


PTPftGATAPA 

X V_Vj Vj A X A V_rt 


A A ATGAGGTC 

AAA X VJrt WVj X W 


TTATPAGGAA 

X X rt X Wrt VJVJ rtrt. 


1320 


o b 


pmp a rn/" rppp rp 

G 1 G A 1 G 1 GG 1 


TfPliPPTPA PP 
111 GG 1 GAGG 


A prpiinrirprppprp 
Av—1 XXX iuo X 


rprpp A p pqi rprpp 
X X V_AVjV_* X X X Vj 


PPP A TGTTPP 
WVjVj A X Vj X X WW 


GGTAGAPA AG 

VjVj X rtVJrt WrtrtVj 


1380 


b / 


GC i GGGAAG 1 


A PrnpprriPPP A 

AG 1 GG 1 GGG A 


PP A TIP PA P A P 
GGA 1 GGAGAG 


A "PP A prprn a fA 
A X v_ Aw X X A X A 


GGPTPf APA A 
VjVj W X W XrtWrtrt 


GATAPTPAGP 

Vjrt X rt W X Wrt\J w 


1440 


6 8 


a rpp a A P /^rn/^/^ 

ATGAAGG 1 GG 


A mP A A P PPP A 

ATGAAGGGGA 


A prPTT* A P A A P 
AGX 1 bAbAAL 


prpprprpprpA PA 
G X L, X X V_X AwA 


PPAT'APAP.AT 1 
VjVj A X AVj AVj A X 


P.PPCTTPZGTG 

VjWWVj X X VjVj X Vj 


1500 


6 y 


a a pp rprpprprpp 

AAGG 1 1 G 1 1 G 


P A PP P A TIP P A 

GAGGG A 1 GG A 


A rprpp a A PPPP 


p mp rp a rpp rpp p 
GXGXAXVjX VjVj 


APAPAPAA mm 
A wAWAVj AA X X 


PPTGA AAAAG 

WW X Vjrtrt.rtrt.rt\J 


1560 


70 


/rppmpp p A P P 
G 1 G 1 GGG AGG 


A P rp A PPP OR A 

AG 1 AGGGGAA 


A A arPTPPJiP 
A A AGG X G*jA\j 


GAAG X VjVjV_v-Vj 


A A A A A A TPTA 
AAA AAA X W X A 


PP AG AT AGP A 

W Wrt VJrt XrtVj Wrt 


1620 


71 


ff^mr* a p pppti 
GG1GAGGGG1 


rpp A APATlPA A 
1 GAAGA 1 GAA 


rprpprpppA AAA 
iiti LLAAAn 


PA pprp rprp PA A 
GAGG XXX LAA 


APArppprprprprp 
AVjAXV-V^X XXX 


TP AG A AGPTG 
X Vj AVj rtrt VjW X Vj 


1680 


/ Z 


PPA A rpA A A 1\ P 

GG AA 1 AAAAG 


GGGG 1 GGAAA 


a a pp a pa a a a 
AAOvjALAAAA 


APAPPAPAGT* 
Av_AVjVj AVjAVj X 


A prppTiA PP AG 
AW X W X rt W WrtVj 


GATAGAGGTG 

VJrt X rt.Vjrt.VjVj X \J 


1740 


/ J 


1 1 GGAAG AG A 


map PP A A rpp a 

1 ALj L-Vj A A 1 


kjV— A\— VjAVj A X A 


Vj iALLLV/ICrV 


mmprppp APTiA 
X X W X WVj AVj X rt 


PAG A A AGA TP 

Wrt.VJrtrtrt.Vjrt X w 


1800 


/ 4 


PATA AA prpp a 
GAGAAAG 1 G A 


A A rppp a pprp a 
AA 1 LbrVLL X A 


A X nunLn^V- 


prprpppp A A A P 
w X X LLuftftAU 


TTGTGA A PPP 

X X vj XVjrtrtWWW 


GAAAAPPGGA 

Vj rtrtrt rt. w w vj vj e\ 


I860 


/ D 


ATA A mm/-' a rp/" 1 
AG AA 1 1 G A 1 G 


PArppmrnrppPA 


HH A A f G G G T 1 


AV-^UV-UAC X Vj 


GPAGGTTGAG 

VjWrtVjVJ X XVjrtVj 


TAGPAGTGAT 

XrtVJ WrtVJ X VJrt. X 


1920 


1 b 


WW AAA X W X 1 W 


A PA A TT'TrprT' 
Av? AA itll v_-\_* 


PAr^AAAGAGr 1 


PAAPAPPPAA 
Vj A A Vj A Vj Vj Vj A A 


AAGAAATTAG 
AAVjrt.rt.rt X X rtVj 


A A A AGPGATT 
frrtrtrtvj wvj/a. x x 


1980 


7 7 


G TG P P P P A G G 


ATCCAGACTG 


GTGGATCGTC 


AGTGPGGATT 1 
Hu X Vj WVjVjrt, X X 


ATTGPfAAAT 

rt. X X W W W-r-vrvtt. X 


AGAACTCAGA 


2040 


7ft 


ATCCTCGCTC 


ATCTCAGTGG 


TGATGAGAAC 


CTTGTGAAGG 


CCTTCGAGGA 


GGGCATCGAT 


2100 


79 


GTGCACACCT 


TGACTGCCTC 


CAGGATCTAC 


AACGTAAAGC 


C AG AAG A AG T 


GAACGAAGAA 


2160 


80 


ATGCGACGGG 


TTGGAAAGAT 


GGTGAACTTC 


TCTATAATAT 


ACGGTGTCAC 


ACCGTACGGT 


2220 


81 


CTTTCTGTGA 


GACTTGGAAT 


ACCGGTTAAA 


GAAG C AG A A A 


AGATGATTAT 


CAGCTATTTC 


2280 


82 


ACACTGTATC 


C A A AGG TG CG 


AAGCTACATC 


CAGCAGGTTG 


TTGCAGAGGC 


AAAAGAGAAG 


2340 


83 


GGCTACGTCA 


GGACTCTCTT 


TGGAAGAAAA 


AGAGATATTC 


CCCAGCTCAT 


GGCAAGGGAC 


2400 


84 


AAGAACACCC 


AGTCCGAAGG 


CGAAAGAATC 


GCAATAAACA 


CCCCCATTCA 


GGGAACGGCG 


2460 


85 


GCAGATATAA 


TAAAATTGGC 


TATGATAGAT 


ATAGACGAGG 


AGCTGAGAAA 


AAGAAACATG 


2520 


86 


AAATCCAGAA 


TGATCATTCA 


GGTTCATGAC 


GAACTGGTCT 


TCGAGGTTCC 


CGATGAGGAA 


2580 


87 


AAAGAAGAAC 


TAGTTGATCT 


GGTGAAGAAC 


AAAATGACAA 


ATGTGGTGAA 


ACTCTCTGTG 


2640 


88 


CCTCTTGAGG 


TTGACATAAG 


CATCGGAAAA 


AGCTGGTCTT 


GA 




2682 


90 


(2) INFORMATION 


FOR SEQ ID 


NO: 2 : 











91 (i) SEQUENCE CHARACTERISTICS: 

92 (A) LENGTH: 893 amino acids 
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93 (B) TYPE: amino acid 

94 (C) STRANDEDNESS : not relevant 
W--> 95 (D) TOPOLOGY: not relevant 

96 (ii) MOLECULE TYPE: protein 

97 (xi) SEQUENCE DESCRIPTION: SEQ ID NO : 2: 

98 Met Ala Arg Leu Phe Leu Phe Asp Gly Thr Ala Leu Ala Tyr Arg Ala 

99 1 5 10 15 

100 Tyr Tyr Ala Leu Asp Arg Ser Leu Ser Thr Ser Thr Gly lie Pro Thr 

101 20 25 30 

102 Asn Ala Val Tyr Gly Val Ala Arg Met Leu Val Lys Phe lie Lys Glu 

103 35 40 45 

104 His lie lie Pro Glu Lys Asp Tyr Ala Ala Val Ala Phe Asp Lys Lys 

105 50 55 60 

106 Ala Ala Thr Phe Arg His Lys Leu Leu Val Ser Asp Lys Ala Gin Arg 

107 65 70 75 80 

108 Pro Lys Thr Pro Ala Leu Leu Val Gin Gin Leu Pro Tyr lie Lys Arg 

109 85 90 95 

110 Leu lie Glu Ala Leu Gly Phe Lys Val Leu Glu Leu Glu Gly Tyr Glu 

111 100 105 110 

112 Ala Asp Asp He He Ala Thr Leu Ala Val Arg Ala Ala Arg Phe Leu 

113 115 120 125 

114 Met Arg Phe Ser Leu He Thr" Gly Asp Lys Asp Met Leu Gin Leu Val 

115 130 135 140 

116 Asn Glu Lys He Lys Val Trp Arg He Val Lys Gly He Ser Asp Leu 

117 145 150 155 160 

118 Glu Leu Tyr Asp Ser Lys Lys Val Lys Glu Arg Tyr Gly Val Glu Pro 

119 165 170 175 

120 His Gin He Pro Asp Leu Leu Ala Leu Thr Gly Asp Asp He Asp Asn 

121 180 185 190 

122 He Pro Gly Val Thr Gly He Gly Glu Lys Thr Ala Val Gin Leu Leu 

123 195 200 205 

124 Gly Lys Tyr Arg Asn Leu Glu Tyr He Leu Glu His Ala Arg Glu Leu 

125 210 215 220 

12 6 Pro Gin Arg Val Arg Lys Ala Leu Leu Arg Asp Arg Glu Val Ala He 

127 225 230 235 240 

12 8 Leu Ser Lys Lys Leu Ala Thr Leu Val Thr Asn Ala Pro Val Glu Val 

129 245 250 255 

130 Asp Trp Glu Glu Met Lys Tyr Arg Gly Tyr Asp Lys Arg Lys Leu Leu 

131 260 265 270 

132 Pro He Leu Lys Glu Leu Glu Phe Ala Ser He Met Lys Glu Leu Gin 

133 275 280 285 

134 Leu Tyr Glu Glu Ala Glu Pro Thr Gly Tyr Glu He Val Lys Asp His 

135 290 295 300 

136 Lys Thr Phe Glu Asp Leu He Glu Lys Leu Lys Glu Val Pro Ser Phe 

137 305 310 315 320 

138 Ala Leu Asp Leu Glu Thr Ser Ser Leu Asp Pro Phe Asn Cys Glu He 

139 325 330 335 

14 0 Val Gly He Ser Val Ser Phe Lys Pro Lys Thr Ala Tyr Tyr He Pro 

141 340 345 350 
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142 

143 

144 

145 

146 

147 

148 

149 

150 

151 

152 

153 

154 

155 

156 

157 

158 

159 

160 

161 

162 

163 

164 

165 

166 

167 

168 

169 

170 

171 

172 

173 

174 

175 

176 

177 

178 

179 

180 

181 

182 

183 

184 

185 

186 

187 

188 

189 

190 
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J-lC u. 


mo 


nio 


Arg 


Asn 


Ala 
Ala 


Vjin 


Asn 


Leu 


Asp 


Glu 


Thr 


Leu 


Val 


Leu 


Ser 






^ rr 

J -J -J 










7 £ n 










"3 C C 

ODD 








iiy s 


Toil 


Lys 




116 


Leu 


„ 

blU 


Asp 


Pro 


Ser 


Ser 


Lys 


He 


Val 


Gly 


Gin 




-3 7 0 










7 7 R 
.5/3 










o o a 










Aon 


Leu 


Lys 


m 

Tyr 


Asp 


Tyr 


Lys 


vai 


Leu 


Met 


val 


Lys 


Gly 


He 


Ser 


Pro 


385 










•3QA 










*3 Q 










4 00 


v a i 


iyr 


nu 


nio 


it lie 


Asp 


Thr 




lie 


Ala 


Ala 


Tyr 


Leu 


Leu 


Glu 


Pro 










AOS 

\j d 










4 1 U 










415 




As n 


pin 


Lys 


Lys 


irne 


Asn 


Leu 


Glu 


Asp 


Leu 


Ser 


Leu 


Lys 


Phe 


Leu 


Gly 








a 9 n 










A 0 R 










4 30 






lyr 


Ly s 


rle 1_ 


i nr 


Ser 


Tyr 


tin 


/"111 
GlU 


Leu 


Met 


Ser 


Phe 


Ser 


Ser 


Pro 


Leu 






A ^ R 
*± o 










a a n 

4 4 U 










44 D 












Ir lie 


Ser 


fjie 


Aid 


Asp 


vai 


Pro 


val 


Asp 


Lys 


Ala 


Ala 


Asn 


Tyr 




A RO 










4 jj 










A C A 
4 O (J 










OCJ. 




Ol Li 


Asp 


nld 


Asp 


lie 


Thr 


Tyr 


Arg 


Leu 


Tyr 


Lys 


Tift 

lie 


Leu 


Ser 


4 6 5 










a 7 n 










4/3 










480 


Met 


j-<y s 


L6U 


n i fa 


1 U 


Ala 
Ala 


Val U 


Leu 


(jIU 


Asn 


vai 


Phe 


Tyr 


Arg 


He 


Glu 










Apt; 
4 o 3 










4 y u 










4 95 




Met 


Pro 


Leu 


Vdl 


Asn 


Va 1 
Vdl 


Leu 


Ala 
Aid 


Arg 


rieti 


G1U 


Leu 


Asn 


Gly 


Val 


Tyr 








son 

J \J w 










R A R 
DUj 










OlU 






Val 


Asp 


1 1 ii 


r*i ii 

Vjj 1 u. 


Ir fie 


Leu 


Lys 


Lys 


Leu 


Ser 


Glu 


Glu 


Tyr 


Gly 


Lys 


Lys 






— > J I 










Ron 


















J_l" Li 


(Z 1 li 
ul u 


ol LI 


Leu 


ftld 


blU 


Lys 


lie 


Tyr 


Gin 


lie 


Ala 


Gly 


Glu 


Pro 


Phe 




530 










J J J 










C A A 

04 U 










as n 


lie 


As n 


Ser 


Pro 


Lys 


oin 


vai 


Ser 


Lys 


Tl « 

lie 


Leu 


Phe 


Glu 


Lys 


Leu 


545 










R RD 










ccc 
ODD 










560 


Gly 


Tip 
11C 


iiy s 


Irl LJ 


Arg 


oiy 


Lys 


Thr 


i nr 


Lys 


Thr 


Gly 


Glu 


Tyr 


Ser 


Thr 










Rfi R 

J D J 










R7H 

3 / u 










c n c 




A^TCf- 


11C 


CZl ii 

Ol Li 


Va 1 
vdl 


Leu 


f 1 1 1 

bill 


Vjrl U 


lie 


Ala 


Asn 


Glu 


His 


GlU 


He 


Val 


Pro 
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LENGTH : 
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TYPE: amino 
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STRANDEDNESS : not relevant 
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3D 






223 




Val 


Thr 


Asn 


Ala 


Pro 


Val 


Glu 


Val 


Asp 


Trp 


Glu 


Glu 


Met 


Lys 


Tyr 


Arg 


224 








35 










40 










4 5 






225 




Gly 


Tyr 


Asp 


Lys 


Arg 


Lys 


Leu 


Leu 


Pro 


Tift 

lie 


Leu 


Lys 


Glu 


Leu 


Glu 


Phe 


226 






50 










55 










a a 
D U 










227 




Ala 


Ser 


He 


Met 


Lys 


Glu 


Leu 


Gin 


Leu 


Tyr 


bill 


GlU 


Ala 


Glu 


Pro 


Thr 


228 




65 










70 










7 ^ 












229 




Gly 


Tyr 


Glu 


He 


Val 


Lys 


Asp 


His 


Lys 


my-, -w- 

inr 


it ne 


VjIU 


Asp 


Leu 


Tift 

lie 


Glu 


230 












85 










90 








95 




231 




Lys 


Leu 


Lys 


Glu 


Val 


Pro 


Ser 


Phe 


Ala 


Leu 


Ala 


Leu 


Glu 


Thr 


Ser 


Ser 


232 










100 










105 










110 






233 




Leu 


Asp 


Pro 


Phe 


Asn 


Cys 


Glu 


He 


Val 


Gly 


He 


Ser 


Val 


Ser 


Phe 


Lys 


234 








115 










120 










125 






235 




Pro 


Lys 


Thr 


Ala 


Tyr 


Tyr 


He 


Pro 


Leu 


His 


His 


Arg 


Asn 


Ala 


Gin 


Asn 


236 






130 










135 










140 










237 




Leu 


Asp 


Glu 


Thr 


Leu 


Val 


Leu 


Ser 


Lys 


Leu 


Lys 


Glu 


He 


Leu 


Glu 


Asp 


238 




145 










150 










155 










160 


239 




Pro 


Ser 


Ser 


Lys 


He 


Val 


Gly 


Gin 


Asn 


Leu 


Lys 


Tyr 


Asp 


Tyr 


Lys 


Val 


240 












165 










170 










175 





file://C:\Crf3\Outhold\VsrI891332A.htm 



2/28/02 






Page 6 of 7 



VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/891 , 332A 



DATE: 02/28/2002 
TIME: 15:05:18 



Input Set : N:\Crf3\Refhold\I891332A.raw 
Output Set: N:\CRF3\02282002\I891332A.raw 



L:21 M:220 C: Keyword misspelled or invalid format, [(A) APPLICATION NUMBER:] 
L:22 M:220 C: Keyword misspelled or invalid format, [(B) FILING DATE:] 
L:95 M:246 W: Invalid value of Alpha Sequence Header Field, [TOPOLOGY:], SeqNo=2 
L:216 M:246 W: Invalid value of Alpha Sequence Header Field, [TOPOLOGY:], SeqNo^3 
L:311 M:246 W: Invalid value of Alpha Sequence Header Field, [TOPOLOGY:], SeqNo=4 
L:398 M:246 W: Invalid value of Alpha Sequence Header Field, [TOPOLOGY:], SeqNo=5 
L:497 M:246 W: Invalid value of Alpha Sequence Header Field, [TOPOLOGY:], SeqNo=6 
L:618 M:246 W: Invalid value of Alpha Sequence Header Field, [TOPOLOGY:], SeqNo=7 
L:739 M:246 W: Invalid value of Alpha Sequence Header Field, [TOPOLOGY:], SeqNo=8 
L:860 M:246 W: Invalid value of Alpha Sequence Header Field, [TOPOLOGY:], SeqNo=9 
L:981 M:246 W: Invalid value of Alpha Sequence Header Field, [TOPOLOGY:], SeqNo=10 
L:1075 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:11 
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